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Two endemic Taiwan rhacophorid frogs, Rhacophorus taipeianus and R. moltrechti. 
have 2n=26 chromosomes with five large and eight small pairs. Their karyotypes 
differ significantly in six of 13 chromosome pairs. Although R. moltrechti has acoustic 
characteristics very similar to those of R. owstoni occurring in the Ryukyu· Islands, 
the karyological divergence between the two species is as large as that between R. 
moltrechti and R. taipeianus. 

The karyotype is one of the species 
specific characteristics reflecting the phyloge
netic relationships of organisms. For example, 
the karyotype of a frog Rana kuhlii of Taiwan 
is nearly identical to that of R. namiyei of the 
Ryukyu Islands, indicating that the two have 
derived from a common ancestral stock (Kura
moto, 1984a). 

The frog genus Rhacophorus includes about 
20 species ranging widely in southeastern Asia 
(Liem, 1970). Karyotypes of four Japanese 
species have been given by Kuramoto (1977) 
and Okumoto (1977), but those of Taiwan 
species have not been reported. In this paper 
I describe the karyotypes of two endemic 
Taiwan species, Rhacophorus taipeianus and R. 
moltrechti, and compare them with each other 
and with the karyotype of R. owstoni, a rela
tive occurring in southwestern Ryukyu Islands 
(Kuramoto, 1977; Kuramoto and Utsunomiya, 
1981 ). 

MATERIALS AND METHODS 

Specimens of R. taipeianus were obtained 
from Mucha (4 males) and Nankang (3 males), 
Taipei and those of R. moltrechti from Shitou 
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(4 males), Nantou-Sien. Chromosome spreads 
were prepared from bone marrow cells accord
ing to Omura's (1967) method. Length of 
long arm and short arm of each chromosome 
was measured with a digitizer (MYP AD-A3) 
on enlarged photomicrographs of metaphase 
chromosome spreads, and relative length 
(length of a chromosome pair with total 
length of a haploid set being 100) and arm 
ratio (long arm length/short arm length) 
were calculated chromosome pairs were 
numbered in the order of decreasing mean 
relative length and chromosome shape was 
described based on Levan et al. (1964). 

RESULTS 

R. taipeianus and R. moltrechti have 2n=26 
chromosomes with five large and eight small 
pairs (Fig. 1). Pair nos. 3, 7, 8 and 11 of R. 
taipeianus and nos. 6, 8 and 13 of R. moltrechti 
are submedian, and the other pairs are median 
(Table 1). In three of seven spreads analyzed, 
R. taipeianus had a secondary constriction on 
the short arm of pair no. 11, whereas no clear 
secondary constrictions were observed in R. 
moltrechti. No heteromorphic pairs could be 
detected in both karYQtypes. 












