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Sin-Che Lee and Jung-Ti Chang (1987) A comparison of LDH from the eyes 
of some nemipterid fishes of Taiwan. Bull. Inst. Zoo!., Academia Sinica 26(1): 61-
67. The electrophenograms of Lactate dehydrogenase (LDH) from the eyes of nine 
nemipterid fishes (Nemipterus hexodon, N. tofu, N. metopias, N. japonicus, N. bathybius, 
N. defagoae, Scofopsis eriomma, S. inermis and Pentapodus nagasakiensis) are described 
and the results are discussed in relation to their morphological data in order to 
demonstrate their possible interrelationships. The interspecific variation of the LDH 
pattern among the species within one particular genus is very slight, neverthless, the 
differences at generic level is rather obvious. While treating genetic identity data 
with UPGMA clustering analysis, the fishes can be subdivided into two main stems: 
Nemipterus and its counterpart of Scofopsis and Pentapodus. The latter two genera 
are closer than to the other. This may be supported by their similarity in some 
internal morphological characters, such as shape and number of pyloric caeca, shape 
of second to fifth suborbital bones and the shape of epihyal bone. Again, this is an 
example of the congruence between electrophoretic data and morphological data. 

Twenty species in three genera of the 

nemipterids of Taiwan ha ve been noted 
previously (Lee, 1986). Though counts of 
dorsal and anal fin rays of each species are 
almost identical, they can be recognized from 
one another by the use of other morpholo­
gical characters appeared in the artificial key 
in the paper. It is true that the differences 
of some external features among these 
morphologically similar species within one 
particular genus is difficult to differentiate 
immediately when certain distinctive color 
patterns are faded. Fortunately, biochemical 
method has been proved by many workers 
as a useful means to solve this problem 

(Taniguchi et al., 1972; A vise, 1974), and the 
evolutionary tree derived from electrophore­
tic data may agree well with the morpholo­
gical data (Mickevich and Johnson. 1976). 
The electrophoretic data of soluble muscle 
protein of other group of fishes, for example, 
Priacanthidae, has been interpreted well for 
species identification (Lee, 1986). Lactate 
dehydrogenase (LDH) of other group of 
fishes such as Notropis (Buth and Mayden, 
1981) and Triboldon (Sakai and Hamada, 1985) 
of Cyprinidae are also adopted for clarifying 
the taxonomic status of the fishes. Among 
existing three gene loci in the fish, LDH-A, 
-B and -C, the advanced group of fish like 
Perciformes usually has highly isozymatic 
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