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Fig S1.  All variable sites within cytochrome (Cyt) b sequences from 12 Thunnus specimens and 4 published Thunnus sequences (Tseng et al. 2012). NBT: T. orientalis, YFT: T. albacares, BET: T. obesus, LFT: T. alalunga.
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NBT1            TCGTCCCTTC TCCGTCAGCT TCGAGCACGT AACGTCTTCG TTTCTGCCTC GGATGCCTTA CCCTTATCCT ACAAATACGA CTGA


NBT2            .......... .......... C......T.. .......... .......... .......... .......... .......... ....


NBT3            ..T....... .......... ....A..T.. .......... .......... .......... .......... .......G.. ...T


YFT1            ....T..C.. ........A. ..AGA..... ..T.CT..TA CCC...T.C. .A.CA...CT T.TA.GC.T. .TG.C.GG.G .C.T


YFT2            ....T..C.. .......TA. ..AGA..... G.T.CT..TA CCC..AT.C. .A.CA...CT T.TACGC.T. .TG.C.GG.G .C.T


YFT3            ....T..C.. ........A. C.AGA..... ..T.CT..TA .CC...T.C. .A.CA...CC T.TA.GC.T. .TG.C.GG.G .C.T


BET1            ....T..C.. .T...T..A. ..A.AA...C ..T.CTCC.A .CC...TT.. .A.CA...CC T.TA.GCTT. .TG.C.GG.G .C.T


BET2            ....T..C.. CT...T..A. ..A.AA...C ..T..T.C.A .CC...TT.. .ATCA...CC T.TA.GCTT. .TG.C.GG.G .C.T


BET3            ....T..C.. .T...T..A. ..A.AA...C ..T.CT.C.A .CC...TT.. AA.CA...CC T.TA.GCTT. .TG.C.GG.G .C.T


LFT1            .......... .......... ....A..T.. ....C..... .......... A.......C. .......... ......GG.. ...T


LFT2            ........A. ...A...... ....A..T.. ....C..... ....C..... A.......C. .........A ......GG.. ...T


LFT3            ........A. ...A...... ....A..T.. ....C..... ....C..... A.......C. .........A ......GG.. ..AT


T. tonggol     .T..TTTC.. ....C.G.AG .TA.A.T... .GT.CT.CTA .CC...T... .A.CA.TCCC T..A.GC.T. GTG.C.GG.G AC.T


T. maccoyii    ....T..C.. ..T..T..A. ..A.A...A. ..T.C..CTA .CC...T... .A..AT..C. TTTG.GC.T. .TGGCCGGAG .C.T


T. atlanticus C..CT..C.T ........A. ..A.A..... .GTACT.CTA .CCT..T.C. .A.CA..CCC T.TA.GC.T. .TG.C.GG.G .C.T


T. thynnus     ....T..C.T ........A. ..A.A..... ..T.CT.CTA .CCT..T.CT .A.CA..CCC T.TA.GC.T. .TG.C.GG.G .C.T



