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INTRODUCTION 

Essentially most of the viruses have two phases of replication in their life 

cycle- acute (productive) and persistent infections. It is true not only for 

many important human viral diseases, such as herpes simplex virus, Epstein-Barr 

virus, human immunode ficiency virus, and heptitis B virus, but also for many 

other animals and plants. In insects, it is generally believed that rnost insect 

populations in the field or in the laboratory harbor viruses. Under stress, for 

examples, lack of food, sudden change in ternperature, over populated, and infec­

tion by other viruses, the persistently infected viruses may be activated and sub­

sequently wipe out most of the insect in that area. Podgwaite and Mazzone 

(1986) believed that these activated virus could be responsible to the observations 

of epizootics and the often unexplained sudden collapses of dense insect popula­

tion in the field. 

Viral persistent infection is a long been recognized phenomenum. It is among 

the most interesting and complex host: parasite interactions in the nature. In 

fact, any virus, or more generally any obligate parasite that is very destructive 

to some host must have established in nature a strategy in order to ensure its 

own survival. Partial persistency, then is almost a necessity for every virus in 

some hosts. 

In this article, we will use Hz-l insect baculovirus as a model system to in­

vestigate the nature of viral persistent infection(s). The physical map of this 

virus had been constructed. This map was subsequently used to locate the regions 

where viral RNA were transcribed. More then one hundred viral specific tran­

scripts had been detected during viral acute infection and very interestingly, only 

one detectable viral specific transcript exists during viral persistent infection.The 

implication and significance of such observations will be discussed. 
































