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Table S2.  Uncorrected COI/16S rRNA/H3 p-distances (%) among all species of described Phestilla with available sequences
	
	　
	1
	2
	3
	4
	5
	6
	7
	8
	9
	10

	1
	P. goniophaga sp. nov.
	
	
	
	
	
	
	
	
	
	

	2
	P. goniophaga sp. nov.
	0.3/0.0/0.0
	
	
	
	
	
	
	
	
	

	3
	P. goniophaga sp. nov.
	0.3/0.7/0.0
	0.3/0.8/0.0
	
	
	
	
	
	
	
	

	4
	P. fuscostriata 
	17.2/12.4/7.3
	17.2/12.0/7.0
	16.5/12.8/7.0
	
	
	
	
	
	
	

	5
	P. viei
	18.5/13.9/6.1
	18.4/13.4/5.8
	18.5/14.2/5.8
	12.55.5/2.5
	
	
	
	
	
	

	6
	P. subodiosa
	15.6/9.9/8.2
	15.5/9.7/7.9
	15.6/9.9/7.9
	14.7/11.3/6.5
	15.9/11.7/5.0
	
	
	
	
	

	7
	P. chaetopterana
	19.3/13.4/9.3
	19.3/12.9/9.4
	19.3/13.4/9.4
	16.8/13.4/7.9
	19.0/14.6/6.2
	16.3/11.3/9.5
	
	
	
	

	8
	P. lugubris
	22.6/9.1/3.5
	22.5/8.3/3.6
	22.1/9.2/3.6
	22.4/13.1/7.5
	22.8/14.4/5.1
	19.4/8.7/8.4
	20.4/11.9/8.2
	
	
	

	9
	P. melanobranchia
	14.7/6.4/3.9
	14.5/5.9/3.9
	14.3/6.4/3.9
	18.7/12.3/8.2
	17.4/11.9/5.4
	17.3/7.1/8.4
	22.4/12.3/9.2
	22.8/6.8/4.4
	
	

	10
	P. poritophages
	20.0/10.1/6.1
	19.9/9.6/6.2
	19.7/9.5/6.2
	18.4/11.7/9.6
	19.0/11.3/7.4
	16.3/8.0/10.5
	17.2/12.3/10.5
	21.3/9.4/4.1
	20.9/8.6/7.8
	

	11
	P. minor
	17.8/10.0/-
	17.7/10.0/-
	17.8/10.5/-
	14.2/12.4/-
	15.7/14.2/-
	15.0/8.9/-
	17.2/12.4/-
	19.6/10.3/-
	18.3/9.1/-
	16.5/10.3/-
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